
  CURRICULUM VITAE OF PAOLO AJMONE MARSAN 

 

CAREER 

I have a degree in Agriculture obtained in 1987 and a post-lauream degree of Scuola di 
Specializzazione (Ph. D. equivalent) in Applied Genetics, obtained in 1997, from the Università degli 
Studi di Milano. I am currently Full Professor, Director of the Institute of Zootechnics, Director of the 
“Nutrigenomics and Proteomics Research Center – PRONUTRIGEN”, promoter and scientific 
coordinator of the “Biodiversity and Ancient DNA Research Center – BioDNA” of the Università 
Cattolica del S. Cuore, in Piacenza, Italy where I lead research groups in Animal Genetics, 
Biodiversity, Nutrigenomics, Phisiology and Production. My research experience includes animal 
genomics, molecular diversity and evolutionary history (last 18 years), and plant molecular diversity 
and assisted breeding (previous 9 years). I have spent periods in U.S. and The Netherlands as visiting 
scientist. In detail:  

• 01/11/2012 – today. Director of the Institute of Zootechnics at the Università Cattolica del S. 
Cuore, via Emilia Parmense, 84, 29122 Piacenza, Italy. 

• 01/04/2013 – today. Director of the Nutrigenomics and Proteomics Research Center – 
PRONUTRIGEN – of the Università Cattolica del S. Cuore. 

• 01/11/2011 – today. Full Professor at the Università Cattolica del S. Cuore, via Emilia 
Parmense, 84, 29122 Piacenza, Italy. I presently teach courses in animal genomics and 
breeding and agriculture sustainability and lead groups researching in animal genomics, 
molecular breeding, biodiversity and nutrigenomics. 

• 2009 – 31/10/2012. Founder and Director of the “Biodiversity and Ancient DNA Research 
Centre – BioDNA” of the Università Cattolica del S. Cuore. The Centre investigates present 
and past diversity of plants, animals and microorganisms exploiting novel genomic 
technologies. A fully dedicated ancient DNA laboratory permits DNA extraction and analysis 
from ancient samples. When I was appointed Director of PRONUTRIGEN I resigned from the 
direction of BioDNA and remained involved in the Center as scientific coordinator.  

• 01/03/2001 – 31/10/2011. Associate Professor at Università Cattolica del S. Cuore, via Emilia 
Parmense, 84, 29122 Piacenza, Italy. I taught animal breeding and lead a group researching in 
animal genomics and molecular breeding. 

• 01/04/1997 – 28/02/2001. Researcher at Università Cattolica del S. Cuore, via Emilia 
Parmense, 84, 29122 Piacenza, Italy. I researched in animal breeding and biotechnology. My 
research focussed on the investigation of the animal genome by molecular methods to i) 
identify useful genes and QTLs; ii) characterise livestock biodiversity; iii) develop molecular 
traceability tools.   

• 1996 August-September. “Visiting scientist” at Applied Biosystems Inc. in Foster City, 
California, USA. In this period I set up methods for AFLP marker analysis on ABI PRISM 
automatic sequencers. 

• 01/10/1995 - 31/03/1997. Post-doc at Università Cattolica del S. Cuore, via Emilia Parmense, 
84, 29122 Piacenza, Italy. I researched in animal breeding and biotechnology. 

• 1988-1995 Contractor at the Experimental Station for Cereal Crops, in Bergamo, Italy, a 
research centre of the Ministry of Agriculture dedicated to corn breeding by traditional and 
molecular methods. Leader of the gene and trait mapping group.  

• 1996 October-November. “Visiting scientist” at Keygene N.V., Wageningen, The 
Netherlands. In this period I adapted the AFLP technology to the analysis of the animal 
genome. 



• 1995 February-March. “Visiting scientist” at Keygene N.V., Wageningen, The Netherlands to 
run a collaborative project between the Experimental Station for Cereal Crops, Bergamo, and 
Keygene on QTL mapping in maize. 

• 1987-1988 “Visiting scientist” at Escagenetics Corporation, S. Carlos, California, USA, a 
plant biotech company. In this period I contributed in projects on in vitro date palm tissue 
culture and phytovanilla production from cultured vanilla cells. 

Fig.1. Schematic representation of the candidate career. 

 
 

MANAGEMENT EXPERIENCE 

I have experience in managing national and international research groups. I coordinated two very 
successful European projects on livestock biodiversity (ECONOGENE  and GLOBALDIV, see details 
below). Both comprised large consortia of scientists (80 in Econogene, see list at www.econogene.eu 
and 35 in Globaldiv see www.globaldiv.eu).  

Econogene coordination was a fundamental experience. I learned how to motivate people, foster 
collaborations and manage disputes. The project was highly multidisciplinary, involving scientists 
working in animal husbandry, breeding, molecular and population genetics, socio-economics and 
GISscience. Econogene strategies and protocols for the investigation of livestock diversity have 
quickly become international standards. Excellent results were also obtained from the cross-
fertilization of different sciences. Econogene primed the development of Landscape Genomics that 
conjugates GISscience and molecular genetics and that now, in the genomic era, is being exploited to 
its full potential to identify genes associated to adaptation to environmental challenges (climate, 
diseases, etc).  

Globaldiv involved scientists from Europe and international agencies (FAO, IAEA, EAAP, ILRI 
Kenia, ILRI China) and overseas Institutions (San Paolo State University, Brazil). This project had a 
large impact on the scientific community (in 2010 the five Globaldiv papers published in a dedicated 
issue of Animal Genetics, the official journal of the International Animal Genetics Society ranked 1st 
2nd 3rd 5th and 13th most downloaded papers of the journal) on young researchers (three summer school 
were attended by young scientists from 45 different countries) and other stakeholders interested in 
livestock biodiversity (the Newsletters were downloaded more than 67,000 times). The Consortium 
gave a significant contribution to the definition of FAO guidelines for the molecular characterization 
of farm animal genetic resources.  



Because of the positive outcome of the management of these projects, IAEA (the International Agency 
for Atomic Energy) invited me to join two projects on livestock diversity and disease resistance (see 
details below) in Asia, and ICAR (the International Committee for Animal Recording), to coordinate a 
Working Group setting standard for livestock DNA analysis for parentage testing. I coordinated this 
group until 2012, when my new duties as director at Università Cattolica induced me to resign from 
ICAR. During GLOBALDIV coordination I was also invited by FAO to contribute to the formulation 
of  FAO “Molecular genetic characterization of animal genetic resources” and to be part of an 
international task force for the evaluation of Livestock and Fish program of the CGIAR (Consultative 
Group for International Agricultural Research). 

At the national level I recently coordinated the dairy cattle research group of three large livestock 
genomic projects (GEN2PHEN, SELMOL and INNOVAGEN). The group I lead comprised most 
Italian scientists involved in dairy cattle research and representatives of the three major dairy cattle 
Italian breeder associations (ANAFI, ANARB and ANAPRI). SelMol primed the first use of Genomic 
Selection in Italian dairy breeds and permitted ANAFI, ANARB and ANAPRI to remain at the 
forefront of animal breeding, set up important international collaboration and use modern technologies 
for speeding up the genetic progress of national dairy populations. Innovagen has also explored the use 
of large scale sequencing in genome wide analyses. 

At the local level I coordinate four research groups. At the Biodiversity and Ancient DNA Research 
Center (BioDNA – http://centridiricerca.unicatt.it/biodna) I coordinate the research in biodiversity and 
ancient DNA of the six founder Institutes (Agronomia generale e coltivazioni erbacee, Botanica e 
genetica vegetale, Chimica agraria ed ambientale, Entomologia e patologia vegetale, Microbiologia, 
Frutti-viticoltura, Scienze degli alimenti e della nutrizione, Zootecnica). In addition I direct and lead 
an Inter-Institute research group investigating nutrigenomics and metagenomics in mouse and pigs. I 
also direct and coordinate research in animal production at the Institute of Zootechnics. Finally, I 
coordinate my previous research group that focuses efforts on animal genomics. 

My management experience has recently extended to administration aspects with my appointments in 
the Board of Directors (Consiglio di Amministrazione) of the Consorzio di Ricerca e Sperimentazione 
degli Allevatori (CRSA) and of the Istituto Sperimentale Italiano Lazzaro Spallanzani. 

In summary: 

• Coordinator of the national project PRIN 2011 on livestock genomics and 
nutrigenomics. 

• Coordinator of GLOBALDIV (GenRes, 2007-2009) “A global view of livestock 
biodiversity and conservation”. 

• Coordinator of ECONOGENE (FP5-2002-2004) "Sustainable conservation of animal 
genetic resources in marginal rural areas: integrating molecular genetics, socio-
economic and geostatistical approaches". 

• Chairman of the ICAR (International Committee for Animal Recording) “DNA 
Analysis Working Group” on the use of molecular information in animal breeding 
(2004-2012). 

• Coordinator of the national project PRIN 2007 on livestock evolutionary history. 

• Coordinator of the dairy cattle genomics group within the national project SelMol 
2009-2011 (Molecular Selection). 

• Coordinator of the dairy cattle genomics group within the national project Innovagen 
2011-2013 (Molecular Selection). 

• Member of the Board of Directors (Consiglio di Amministrazione) of CRSA 
(Consorzio di Ricerca Sperimentazione degli Allevatori), since 2012. 



• Member of the Board of Directors (Consiglio di Amministrazione) of Istituto 
Sperimentale Italiano Lazzaro Spallanzani, since 2012. 

• Former Director and presently research coordinator of the BioDNA Research Center 
of the Università Cattolica. 

• Director of the “Pronutrigen” Research Center on nutrigenomics and proteomics. 

• Coordinator the research team in Animal Genomics at Università Cattolica. 

• “Scientific Advisor” of the FAO/IAEA project "Gene Based Technologies in 
Livestock Breeding: Phase 1 - Characterisation of Small Ruminant Genetic Resources 
in Asia" (2004-2008), as appointed by the International Agency for Atomic Energy 
(IAEA). 

• Scientific advisor of  the FAO/IAEA CRP project “CRP on Genetic Variation on the 
Control of Resistance to Infectious Diseases in Small Ruminants for Improving 
Animal Productivity (2011-2015) as appointed by the International Agency for 
Atomic Energy (IAEA). 

 

INTERNATIONAL AND NATIONAL APPOINTMENTS 

In addition to appointments described in the previous section, in FP7 I have been invited by the 
Ministry of Research to join the Italian delegation for the Programme Committee of the 7th Framework 
Program in Area 2 (Agriculture, Food, Biotechnology and Fishery). The Programme Committee 
comprises delegations from 27 countries and has the task to orient the Framework Programme, 
proposing research areas and specific topics and to monitor the process of project evaluation and fund 
allocation to successful projects. This experience was very complementary to my previous experience 
as applicant to EU research funding (I participated in 7 EU projects, see list in the next section) and 
fundamental to understand the European Research Policy and associated mechanisms. The research 
group I coordinate is presently involved in three EU funded projects, two are under evaluation and 
others are about to be submitted within Horizon2020. Other appointments include participation in 
advisory and management groups at the national and international level.  

In detail: 

• Member of the Italian delegation of the EU FP7 Programme Committe in Area 2 
“Food and Biotechnology”. 

• Member of the "ISAG/FAO advisory group on animal genetic diversity ". 

• Member of CTC (Central Technical Commission) of ANAFI (Associazione Nazionale 
Allevatori di razza Frisona Italiana; Italian Holstein-Friesian cattle breeder 
association). 

• Member of the Steering Committe of SIGA (Italian Society for Genetics in 
Agriculture) (1999-2000). 

• Member of the Bioethics Committe for the evaluation of animal experimentation at the 
Policlinico Gemelli of the Università Cattolica del Sacro Cuore (2007-2011). 

 

FUND RAISING 

In my career I have been quite successful in raising and manage funds from a number of different 
local, national and international sources (European Union, Ministry of Research, Agriculture and 
Health, Foundations, Regions and Provinces). I never calculated the total amount but estimate to sum 



to several millions of Euro that in projects I coordinated have always been properly shared among 
Partners as a function of efforts, tasks and research needs. In detail: 

International projects 

• CLIMGEN (Eranet plus 2015-2016) “Climate Genomics for Farm Animal Adaptation” 
(Partner) 

• GLOBALDIV (GenRes, 2007-2009) “A global view of livestock biodiversity and 
conservation” (Coordinator). 

• ECONOGENE (FP5-2002-2004) "Sustainable conservation of animal genetic resources in 
marginal rural areas: integrating molecular genetics, socio-economic and geostatistical 
approaches". (Coordinator). 

• TRACE (FP6-2005-2009) "Tracing food commodities in Europe" 

• INTRABIODIV (FP6-2004-2006) "Tracking surrogates for intraspecific biodiversity: towards 
efficient selection strategies for the conservation of natural genetic resources using 
comparative mapping and modelling approaches" 

• BOVGEN (FP5-2003-2005) "Structural and functional genomics tools for cattle research". 

• GEMQUAL "Genetics of Meat Quality" (FP5-2002-2005). 

• RESGEN (FP5-2000-2002) "Towards a strategy for the conservation of the genetic diversity 
of European cattle". 

National projects 

Ministry of research 

• GENHOME (2013-2015) “Resort tecnologico per la ricerca genomica applicata alle scienze 
animali – GENHOME” (Technological resort for the advancement of animal genomic 
research).    

• PRIN (2012-2014) “Ricerca delle basi genetiche di nuovi fenotipi legati al benessere, 
all'efficienza ed alla sostenibilità ambientale delle produzioni dei bovini da latte - 
GEN2PHEN“ (Investigation of the genetic basis of novel phenotypes linked to welfare, 
sustainability and efficiency in dairy cattle - GEN2PHEN) 

• PRIN (2008-2010) “Ricostruzione della storia evolutiva di bovini, ovini e caprini italiani 
attraverso il sequenziamento completo del genoma mitocondriale“ (Reconstruction of the 
evolutionary history of italian cattle sheep and goats by sequencing the entire mitochondrial 
genome) 

• FIRB laboratorio (2005-2009) “Piattaforma per la genomica nel settore vegetale e zootecnico 
(HTTP://DNA)” (Genomic platform for plant and animal genomics) 

• FIRB laboratorio LATEMAR (2005-2009) “Laboratorio di Tecnologie Elettrobiochimiche 
Miniaturizzate per l’Analisi e la Ricerca”. Parte dell’unità biologica coordinata da Telethon. 
(Nanotechnologies applied to the development of devices for genome and proteome analysis) 
as member of the Biology Unit coordinated by Telethon. 

• PRIN (2005-2006) “Messa a punto di sistemi innovativi di diagnostica molecolare per la 
tracciabilità di specie animali di uso alimentare. (Molecular diagnostics for traceability 
purposes) 

• Progetto strategico (2003-2005) "Studio e sviluppo di tecnologie innovative e pulite per il 
miglioramento e la razionalizzazione del ciclo produttivo conciario e di un sistema di recupero 
dei sottoprodotti e dei rifiuti derivanti dalla pelle: caratterizzazione genetica di animali di 
specie e razze diverse e individuazione del modello biologico ideale di pelle". (Investigation 
on the genetic basis of leather quality) 



• FIRB negoziale (2002-2004) "Identificazione ed analisi dei geni nel suino per lo studio e il 
miglioramento della produzione e della qualità della carne". (Identification of genes involved 
in pork quality by microArray analysis) 

Ministry of Agriculture 

• Innovagen(2011-2013) “Ricerca e INNOVAzione nelle attività di miglioramento GENetico 
animale mediante tecniche di genetica molecolare per la competitività del sistema zootecnico 
nazionale” (Genomics applied to livestock breeding). 

• SelMol (2007-2010) “Ricerca e innovazione nelle attività di miglioramento genetico animale 
mediante tecniche di selezione molecolare per la competitività del sistema zootecnico 
nazionale” (Genomics applied to livestock breeding).  

Ministry of Health 

• Progetto di Ricerca Corrente "Studio ed applicazione di metodologie molecolari in alimenti ad 
uso zootecnico ed umano" (2003-2004). (Molecular diagnostics in food) 

• Progetto di Ricerca Corrente "Metodi di prova per il controllo del rischio tossicologico e 
virologico nei prodotti ittici" (2002-2003). (Molecola diagnostics in fish) 

• Progetto di Ricerca Finalizzato "Caratterizzazione genetica di ceppi del virus della PRRS e 
determinazione della virulenza mediante prove "in vivo" (2002-2003). (Characterization of 
PRRS virus) 

• Progetto di Ricerca Finalizzato "Ampliamento della collezione dei substrati cellulari e 
perfezionamento dei controlli qualitativi" (1998-1999). (Detection of contaminations in 
immortalised cultured cell lines) 

• Progetto di Ricerca Finalizzato "Determinazione della capacità di un virus geneticamente 
modificato della pseudorabbia di stimolare l'immunità cellulare e valutazione delle 
caratteristiche di innocuità rispetto alle norme previste dalla Farmacopea Europea". (1998-
1999). (Characterization of pseudorabie virus) 

Regions and Provinces 

• “Caratterizzazione di razze asinine allevate nella regione Emilia Romagna" (2005). 
(Investigation of donkey diversity) 

• "Valorizzazione della razza bovina Romagnola attraverso la certificazione della carne per via 
molecolare (2000-2002). (Molecular traceability of Romagnola beef) 

• "Valorizzazione delle produzioni della razza bovina Romagnola attraverso lo sfruttamento del 
locus della Miostatina" (2000-2002). (Search for Myostatin mutations causing double 
muscling in Romagnola) 

• "Paresi spastica del bovino: ulteriore fattore di rischio per la salvaguardia della biodiversità 
genetica della razza Romagnola" (2002-2004). (Investigation of the genetic basis of spastic 
paresis in Romagnola cattle) 

•  “Diversità genetica e potenzialità di acquacoltura delle popolazioni naturali di salmonoidi in 
Trentino (2003-2005). (Salvelinus alpinus genetic diversity) 

Foundations 

• Ager “Compatibilità ambientale e benessere animale nella filiera del suino per migliorare la 
redditività e garantire la sostenibilità – filiera suino verde”. (pig animal welfare and 
environmental impact to improve economic return and sustainability of pig farming). Funded 
by a network of Italian Foundations. 

• “Nutrigenomica” (2007-2012) (Nutrigenomics) funded by Invernizzi Foundation 



•  “Tracciabilità molecolare dei prodotti agro-alimentari di origine animale nella regione 
Lombardia” (2004-2007) funded by CARIPLO Foundation. (Molecular traceability of food 
products in Lombardy Region)  

 

INVITED LECTURES, EDITORIAL AND REVIEWER ACTIVITY  

A very high number of international collaborations and contacts have been set through 
international projects I coordinated and in which I participated. These relationships have 
increased the scientific knowledge of my group, has led to a continuous growth of the number 
of publications per year and at reaching top level publications (Science, PLoS One, PNAS, 
Current Biology, Molecular Ecology, Proceedings of the Royal Society B, etc). 
As a consequence of these achievements, I have been invited to give a number of invited 
lectures in different countries, to join the editorial board of international journals, to 
participate in international consortia and to review national and international projects, Ph D 
degrees, etc. In detail: 

• Associate editor of “Genetics, Selection, Evolution” 

• Member of the Editorial Board of “Animal Genetics” 

• Guest editor of “Frontiers in Genetics” 

• EU Expert for the independent evaluation of project proposals in FP5, FP6 and FP7 in 
the areas Food and Agricolture and Health. 

• Evaluator of project proposals for the “Armenise Harvard Foundation” 

• Evaluator of project proposals for the “Third World Academy of Science” 

• Evaluator of project proposals for the Italian Ministry of Agriculture 

• Ad hoc referee of 12 international journals (Nature Methods, PLoS-ONE, Journal of 
Dairy Science, Journal of Animal Science, Genetics Selection Evolution, Animal 
Genetics, Small Ruminant Research, Journal of Animal Breeding and Genetics; 
Molecular Ecology, Plant Molecular Biology; Theoretical and Applied Genetics; 
Molecular Breeding, Maydica). 

• Invited speaker in 2008-2015 in different Countries and events: Edinburgh and 
London (UK), Barcelona and Zaragoza (ES), Wageningen and Lelystad (NL), Wien 
and Salzburg (AU), Paris and Strasbourg (FR), Bruxelles (BE), Zurich (CH), Turku 
(EE), Zara (HR), Katowice (PL) Ankara and Tekirdag (TK), Kampala (UG), Ryiadh 
(SA), Aracatuba (BR), Rome, Cremona, Teramo, Salsomaggiore, Florence, Bologna, 
Fiorenzuola, Antey, Piacenza, Sassari Reggio Emilia, Manerbio, Lodi, Como and 
Milan (IT). 

• Member of the Functional Annotation of Animal Genomes (FAANG) Initiative 

• Member of the “Ovine HapMap project Consortium”. 

• Member of the “Goat Genomics Consortium” 

• Member of the “Ruminant Biology Consortium” 

• Member of the “Buffalo Genomics Consortium” 
 

 



EDUCATION 

• 1999, March, Leon (Spain). Advanced course "Molecular Techniques in Animal Breeding" 
organised by the Mediterranean Agronomic Institute of Zaragoza. 

• 1995-1997. Diploma cum laude at the “Scuola di specializzazione” in Applied Genetics at the 
Faculty of Science of the Università degli Studi, in Milano, Italy (Ph. D. equivalent). 

• 1987-1988 October – February. Course “FORTRAN” at the Faculty of Engineering of San 
Jose State University, California, USA. 

• 1987 August. Course "Agricultural Applications of Plant Tissue Culture" at Riverside 
University, Riverside, California, USA. 

• 1986. Certified professional agronomist. 

• 1980-1986 “Laurea” (Bachelor and Master degree equivalent, grade 110/110) in Agricultural 
Science at the Faculty of Agriculture of the Università degli Studi, in Milano, Italy. 

ORGANIZATIONAL SKILLS AND COMPETENCES  

I discovered that my main abilities consist in the coordination of research groups and in creating solid 
and loyal relationships with excellent scientists from many different fields and countries. I have 
always done my best to work honestly, for the good of the group, the system in which I worked and 
the people with which I collaborated. This attitude paid me back sometimes beyond my real merits. In 
synthesis:  

• Team leader. I know how to guide a group, motivate people and lead them towards successful 
results. 

• Experience in coordination and administration of people, projects and budgets.  

• Good qualitative and quantitative analytical abilities, excellent organizational skills with 
special attention to details.  

• Capability of working in multi-tasking and multi-cultural environments.  

• Positive attitude, team-oriented with strong interpersonal skills.  

Language 

• Excellent oral and written communication skills in English and Italian. 

 

 

 

 

 

 

 

 

 

 

 

 

 



H-INDEX AND PUBLICATIONS 

At the time of writing this CV (mid October 2015), Scopus reports 116 papers, a H-index of 28 and 
3164 total cites. ISI (search string Ajmone Marsan P OR Ajmone-Marsan P OR Ajmonemarsan P OR 
Marsan PA) reports 155 papers, a H Index of 28 and 3001 total cites. Google Scholar reports 178 
papers, a H Index of 30 and 3389 total cites.  

Figure 2. H-index graph downloaded from Scopus (left) and citations per year graph copied from ISI 
(right). 

 

 
 

LIST OF PUBLICATIONS 

A. Animal  Genetics and Genomics 

Papers on ISI journals 

1. Macciotta, N.P.P., Gaspa, G., Bomba, L., Vicario, D., Dimauro, C., Cellesi, M., Ajmone-Marsan, 
P. Genome-wide association analysis in Italian Simmental cows for lactation curve traits using a 
low-density (7K) SNP panel. Journal of Dairy Science 2015, Article in Press.  

2. Nicoloso, L., Bomba, L., Colli, L., Negrini, R., Milanesi, M., Mazza, R., Sechi, T., Frattini, S., 
Talenti, A., Coizet, B., Chessa, S., Marletta, D., D'Andrea, M., Bordonaro, S., Ptak, G., Carta, A., 
Pagnacco, G., Valentini, A., Pilla, F., Ajmone-Marsan, P., Crepaldi, P. Genetic diversity of 
Italian goat breeds assessed with a medium-density SNP chip. Genetics Selection Evolution 
2015, 47 (1), art. no. 140, .  

3. Capomaccio, S., Milanesi, M., Bomba, L., Cappelli, K., Nicolazzi, E.L., Williams, J.L., Ajmone-
Marsan, P., Stefanon, B. Searching new signals for production traits through gene-based 
association analysis in three Italian cattle breeds. Animal Genetics 2015, 46 (4), pp. 361-370. 

4. Chessa, S., Nicolazzi, E.L., Nicoloso, L., Negrini, R., Marino, R., Vicario, D., Ajmone Marsan, 
P., Valentini, A., Stefanon, B. Analysis of candidate SNPs affecting milk and functional traits in 
the dual-purpose Italian Simmental cattle. Livestock Science 2015, 173: 1-8.  

5. Perez O’Brien AM, Höller D, Boison SA, Milanesi M, Bomba L, Utsunomiya YT, Carvalheiro R, 
Neves HHR, da Silva MVB, VanTassell CB, Sonstegard TS, Mészáros G, Ajmone-Marsan P, 
Garcia JF, Sölkner J. Low levels of taurine introgression in the current Brazilian Nelore and Gir 
indicine cattle populations. Genetics Selection Evolution 2015, 47 (1): 31. 



6. Bomba L., Nicolazzi E.L., Milanesi M., Negrini R., Mancini R., Biscarini F., Stella A., Valentini 
A., Ajmone Marsan P. Relative extended haplotype homozygosity signals across breeds reveal 
dairy and beef specific signatures of selection. Genetics Selection Evolution, 2015, 47 (1): 25. 

7. Capomaccio S., Milanesi M., Bomba L., Vajana E. and Ajmone Marsan P. MUGBAS: a species 
free gene-based programme suite for post-GWAS analysis. Bioinformatics, 2015, 31 (14): 2380-
2381. 

8. Orozco-terWengel P, Barbato M, Nicolazzi EL, Biscarini F, Milanesi M, Davies W, Williams D, 
Stella A, Ajmone-Marsan P, Bruford MW. Revisiting demographic processes in cattle with 
genome wide popolation genetics analysis. Frontiers in Genetics 2015, 6 (Jun): 191. 

9. Marras G, Gaspa G, Sorbolini S, Dimauro C, Ajmone-Marsan P, Valentini A, Williams JL, 
Macciotta NP. Analysis of runs of homozygosity and their relationship with inbreeding in five 
cattle breeds farmed in Italy. Animal Genetics 2015 46(2):110-21. 

10. Milanesi M., D. Vicario, A. Stella, A. Valentini, P. Ajmone-Marsan, S. Biffani, F. Biscarini, G. 
Jansen and E. L. Nicolazzi. Imputation accuracy is robust to cattle reference genome updates. 
Animal Genetics 2015, 46(1):69-72. 

11. Gaspa G., H. Jorjani, C. Dimauro, M. Cellesi, P. Ajmone-Marsan, A. Stella and N. P. P. 
Macciotta. Multiple-breed genomic evaluation by principal component analysis in small size 
populations. Animal 2014, Dec 8:1-12. 

12. Mancini G., Maria Gargani, Giovanni Chillemi, Ezequiel Luis Nicolazzi, Paolo Ajmone Marsan, 
Alessio Valentini, Lorraine Pariset. Signatures of selection in five Italian cattle breeds detected by 
a 54K SNP panel. Mol Biol Rep 2014, 41:957–965. 

13. Lv FH, Agha S, Kantanen J, Colli L, Stucki S, Kijas JW, Joost S, Li MH, Ajmone Marsan P. 
Adaptations to Climate-Mediated Selective Pressures in Sheep. Molecular Biology and 
Evolution 2014, 31:3324-3343. 

14. Bomba L, Minuti A, Moisá SJ, Trevisi E, Eufemi E, Lizier M, Chegdani F, Lucchini F, Rzepus M, 
Prandini A, Rossi F, Mazza R, Bertoni G, Loor JJ, Ajmone Marsan P. Bioinformatics analyses of 
the gut response induced by weaning in piglets reveals marked changes in immune and 
inflammatory response. Functional & Integrative Genomics 2014, 14:657-671. 

15. Ajmone-Marsan P, Colli L, Han JL, Achilli A, Lancioni H, Joost S, Crepaldi P, Pilla F, Stella A, 
Taberlet P, Boettcher P, Negrini R, Lenstra JA. The characterization of goat genetic diversity: 
Towards a genomic approach. Small Ruminant Research 2014, 121:58–72. 

16. Vahidi SMF, Tarang AR, Naqvi A--, Falahati Anbaran M, Boettcher P, Joost S, Colli L, Garcia 
JF, Ajmone-Marsan P. Investigation of the genetic diversity of domestic capra hircus breeds 
reared within an early goat domestication area in iran. Genetics Selection Evolution 2014; 46(1). 

17. Utsunomiya YT, Bomba L, Lucente G, Colli L, Negrini R, Lenstra JA, Erhardt G, Garcia JF, 
Ajmone-Marsan P. and the Cattle Genetic Diversity Consortium. Revisiting AFLP fingerprinting 
for an unbiased assessment of genetic structure and differentiation of taurine and zebu cattle. 
BMC Genetics 2014;15. 

18. Ciani E, Crepaldi P, Nicoloso L, Lasagna E, Sarti FM, Moioli B, Napolitano F, Carta A, Usai G, 
D'Andrea M, Marletta D, Ciampolini R, Riggio V, Occidente M, Matassino D, Kompan D, 
Modesto P, Macciotta N, Ajmone-Marsan P, Pilla F. Genome-wide analysis of italian sheep 
diversity reveals a strong geographic pattern and cryptic relationships between breeds. Anim 
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